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1. High Voltage Electron Microscopy for Image Discrimination of Constituent Atoms in
Crystals and Molecules.
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2. Crystal Structure of Ag-TCNQ.
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3. Holes in a Stearic Acid Monolayer Observed by Dark-Field Electron Microscopy.
N. Uyeda, T. Takenaka, K. Aoyama, M. Matsumoto and Y. Fujiyoshi
Nature, 327, 319-321 (1987).
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4. Development of a Superfluid Helium Stage for High-Resolution Electron Microscopy.
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and Y. Harada
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S. Fine Structure of Influenza A Virus Observed by Electron cryo-Microscopy.
Y. Fujiyoshi, N. P. Kume, K. Sakata and S. B. Sato
EMBO Journal, 13, 318-326 (1994).
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6. Atomic Model of Plant Light-Harvesting Complex by electron crystallography.
W. Kiihlbrandt, Da Neng Wang and Y. Fujiyoshi
Nature, 367, 614-621 (1994).
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7. Three-Dimensional Structure of Aquaporin 1.
T. Walz, T. Hirai, K. Murata, B. L. Smith, J. B. Heymann, K. Mitsuoka,
Y. Fujiyoshi, P. Agre and A. Engel
Nature, 387, 624-627 (1997).
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8. Surface of Bacteriorhodopsin Revealed by High-Resolution Electron Crystallography.
Y. Kimura, D. G. Vassylyev, A. Miyazawa, A. Kidera, M. Matsushima, K. Mitsuoka,
K. Murata, T. Hirai and Y. Fujiyoshi
Nature, 389, 206-211 (1997).
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9. The Structure of Bacteriorhodopsin at 3.0 A Resolution Based on Electron Crystallography:
Implication of the Charge Distribution.
K. Mitsuoka, T. Hirai, K. Murata, A. Miyazawa, A. Kidera, Y. Kimura and Y. Fujiyoshi
J. Mol. Biol., 286, 861-882 (1999).
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10. Structural determinants of water permeation through aquaporin-1.
K. Murata, K. Mitsuoka, T. Hirai, T. Walz, P. Agre, J. B. Heymann, A. Engel

and Y. Fujiyoshi
Nature, 407, 599-605 (2000).
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11. The voltage-sensitive sodium channel is a bell-shaped molecule with several cavities.

C. Sato, Y. Ueno, K. Asai, K. Takahashi, M. Sato, A. Engel and Y. Fujiyoshi

Nature, 409, 1047-1051 (2001 ).
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12. Crystal structure of Homer 1 family conserved region reveals the interaction between

EVHI domain and own praline-rich motif.
K. Irie, T. Nakatsu, K. Mitsuoka, A. Miyazawa, K. Sobue, Y. Hiroaki, T. Doi,

Y. Fujiyoshi and H. Kato

J. Mol. Biol., 318, 1117-1126 (2002).
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13.  Structure and gating mechanism of the acetylcholine receptor pore.
A. Miyazawa, Y. Fujiyoshi and N. Unwin
Nature, 423, 949-955 (2003).
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14.  Inositol 1,4,5-trisphosphate receptor contains multiple cavities and L-shaped ligand-binding

domains.

C. Sato, K. Hamada, T. Ogura, A. Miyazawa, K. Iwasaki, Y. Hiroaki, K. Tani,

A. Terauchi, Y. Fujiyoshi and K. Mikoshiba

J. Mol. Biol. 336, 155-164 (2004).
FIERN TV T NREZRIET DIPZ BEN I NV 20 K EFES L TORWEHIZH 5
REOREIEDY, KR E T BRMEE & Bk TR iE 2 W CREIr S ive, T ORER. 200+
ITREKOER e 2 LI Ao E T, EEEHMVO LTI %7 8h0., EEREE=ME
Na*-channel° 7 £ F /L2 UV U B K/ 8 LR U X 9 (T Vestibulesx H T HEETHHZ &
DRI X7z, Tkurab 2 X0 X CTHRAT SNZIPE & KA A &, Z OBRLFHFHT CREAT
SN NEEEIZHAOND LEOEEICT VA 3252 LRk,

XRRfE o 5 CHEAT SLT2IPAE B R A A v OfEE  (Ikura%s)
% BRI TRRMT CREMT SN TIP3 BARD SAREE 213D
AN TR,

(Reviews)
The Structural Study of Membrane Proteins by Electron Crystallography.
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Adpy. Biophys., 35, 25-80 (1998).
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